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David L. Nelson1Having lived in Texas for the past 26 years, I have learned
the importance of being gracious, but humility is not
generally viewed as an asset around these parts. As I write
this introduction, however, I am truly humbled by the
faith of the American Society of Human Genetics and its
board in my ability to take on the responsibility as editor
of our journal. I deeply appreciate the recognition; my
gratitude is heartfelt and genuine. If the honor is large, it
is chiefly due to the efforts of the past 13 editors, their staff
members, and the associate editors who have labored to
develop and maintain the high quality of The American
Journal of Human Genetics. Its stature as the leading journal
focused on reporting advances in the genetics of our
species remains unchallenged.
The journal celebrated its 60th anniversary during
Cynthia Morton’s six-year tenure. Cynthia and staff, espe-
cially RobinWilliamson and Kathryn Bungartz, built upon
the prior successful tenures of Peter Byers and SteveWarren
to move the journal into the era of post-Human-Genome-
Project studies. The journal has witnessed, along with the
stunning advances in genetic science, major transitions
in the publishing world, where in just the past ten years
we have moved from receiving papers in triplicate with
glossy photos for figures to operating on an all-electronic
model and having a presence on Facebook, Twitter, and
iDevices. I anticipate an even faster pace for changes in
the coming five years and am thrilled to be able to help
mold our journal. I particularly look forward to continuing
our very successful relationship with Emilie Marcus and
Keith Wollman and all the staff at Cell Press, who are plan-
ning a series of exciting and innovative new efforts for
AJHG in the coming months.
From my term as the Society’s Secretary, I already know
what a delight it is to work with its leadership, the Presi-
dents and Board, and especially with Joanne Boughman,
our tireless executive vice president. The journal has a vital
function as an outlet for the Society’s advocacy and policy
efforts in addition to the members’ scientific efforts. Even
as electronic means of communication become common-
place for dissemination of Society news, The Journal will
continue to be an outlet for members’ scholarly work in
areas of legal, ethical, and social implications of human
genetics, along with broader overviews provided by our
presidents and awardees. As co-chair of the program
committee for October’s International Congress of Human
Genetics, my appreciation for the remarkably efficient1Editor, AJHG
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TheASHG staff grew immensely, and I anticipate strength-
ening joint ventures with the Society.
While my term as editor begins with this first issue of
volume 90, January 2012, I have already been fully
engaged; I have taken responsibility for newly submitted
manuscripts since early September. Fortune smiled
brightly on The Journal and me when Sara Cullinan agreed
to join us as deputy editor. An experienced editor who
worked for several years at Cell Press, most recently as
editor of Trends in Biochemical Sciences, Sara has a research
background in genetics and molecular biology and
a wide-ranging interest in our field. Sara was able to spend
several weeks in the Boston office learning from Cynthia
and staff before moving her family to Houston. She is
a remarkably patient teacher and continues to help me
learn how to become an editor. Her experience with Cell
Press will serve to continue the close relationship with
their Cambridge office, even as wemove the editorial office
to Houston. We continue to work with Cynthia, Kathryn,
and Jameson Aubut (editorial assistant) as the transition
wraps up and we identify additional staff members in
Houston. Kathryn Garber will continue her role as features
editor from Emory in Atlanta. Kate is the longest-serving
member of the journal staff; her perspective, advice, and
support are greatly appreciated. I’d also like to thank
Arno Motulsky for his efforts on behalf of The Journal as
perspectives editor. Arno has elected to step down, and
we will miss his unique insight. Finally, I welcome three
new members of the Editorial Board and look forward to
working closely with our associate editors in shaping the
course of AJHG in the coming years.
Looking back over the progress of human genetics in the
30-plus years since I started my research career is nothing
less than awe inspiring. We have moved from analyzing
human variation with a handful of protein variants tested
on starch gels and the first restriction-fragment-length
polymorphisms assessed by Southern hybridization to an
age of routine individual complete DNA sequencing.
Researchers now use genome sequences from individuals
to swiftly define genes with causative variants, and this
issue of AJHG contains several such accomplishments.
To see this 25-year-old dream of the gene hunters fully
realized inspires new goals. These studies will lead to fasci-
nating insights into normal variation, mutation preva-
lence and rate, DNA modification, somatic variation, and
population studies, all of which will be of tremendousGenetics. All rights reserved.
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interest to the AJHG audience. I am enormously enthused
by these trends in human genetics and expect the next
several years to continue to be filled with remarkable
advances. Of course, I encourage our community to con-
tinue to submit their most exciting work to our journal.
During Cynthia’s term as editor, a retrospective view of
advances in genetics was emphasized by The Journal,
particularly through the use of images depicting funda-
mental advances on the cover. During my term, I will
continue to pay homage to our field’s history, but with
a focus on the individuals who contributed to it. Starting
with this issue, we honor the past presidents of our
society. Hermann J. Muller was among the founders of
the American Society of Human Genetics and served as
our first president in 1949. A member of Thomas Hunt
Morgan’s ‘‘fly room’’ beginning in 1912, he was honored
with the Nobel Prize in Physiology or Medicine in 1946
for his work describing and characterizing the induction
of mutations in Drosophila with X-ray irradiation.1 His
concerns about how radiation resulting from ‘‘the atomic
age’’ might affect the genetics of the human, along with
his intense interest in human genetics, continued until
his death in 1967. His 1950 Presidential Address,
expanded in AJHG in ‘‘Our Load of Mutations,’’2 provides
a fascinating peek into concepts during the time between
the development of the gene theory and the molecular era
marked by the definition of DNA’s structure three years
later.3 How might Muller react to our current under-6 The American Journal of Human Genetics 90, 5–6, January 13, 2012standing of variation in the human population? What
would qualify as a gene or a mutation from his perspec-
tive? Muller helped to establish the definition of the
gene by integrating it into the chromosome theory. He
also lived to see the birth of cytogenetics, the develop-
ment of true medical genetics, and the deciphering of
the genetic code. Our Society benefits from these early
founders, who remind us of how very far the field has
come in just one century.
Each month, we will honor the ASHG presidents with
their image on the cover and a short description of their
contributions to our field. I highly recommend that the
younger (and not so young!) members of the Society learn
more about our founders; it is my hope that the cover
images will inspire such curiosity. It is vital to remember
our origins even as we all struggle to sip from the fire
hose of information that has been opened in human
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